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Fig. 6 
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Fig. 11 
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Fig. 13 
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SEQ.ID.No. 13 16/32 
tggatatgggtagatgaaacctc«;atacgtgggagctaccgtgggtgtattaggc^^ 

CCTGG(^AArcTTCCCCTACTCTCTCTAATTCAGGTACC^^ 

GGAAGTA<OT^3AGATCa^TTCTGTACCCAAAGCA(UATCCCCA6CAax^^ 

TGTGGAGCCCTGTCAGCACCATCCCCACCCCGAGATGGGGCCGCATCGTCTATGGATGTGC 

CTGTCTATGCTATGCCTGGTATTGGCCCATTGGCCCAAACGCCTGTTC^^ 

GTTGCTGCTGGTGCTCATTGTGGGATTCACTTTX^CGTCTGGAGACAGCCCCAGAGCAAC^ 

TCXrCCCTGTTGCCTGTTCTCCTCTGOTCAGCATCTCTGCACATGTTTACCTGATGATGCAGAT^ 

CCCAATGTGGAGTCTGGATGTTGATTGGATTTGCTATCTATTTTGGATATGGGATCCCAC^^^ 

CAGCCACCAGCGTCAAGCTCCCAAACTCCTCATGAAAACATCXrCTAGTCCCTTGCTCAATTAGm 

GATGGTCCAGTCCACTGGAGGTGTCCTCTGGATGAAGGGAAAGTGTCAAGCTCTGTGGAGCATCAAGGTGGGAT^^ 
AAAGCCCCTTGTG<^TTGCCAGTGAGCAAACACTTTTTAAAAAACTTTATT^ 

GTTTGTTATAGAGGTGAGGACTTGCTCTGTTCCCCAGGOSGAACTTGAACTCCTGGGCr^ 

TCTTCCAAGCAGCTGGGACTACAGGTACCCCATCATACCCAGCTTAACAAAATATCTIT 

TTTTGAGACAGAGTCTCGCTCTATTGCCCAGTCTGGAGTGCAGTGGCATGATC^ 

GGTTCAAGTGATTCCCCTGYGTGAGCCrCCAGAGTAGCTCGAATTACAGGCACATGACACTGTGCCCAGCT 
TTATTAGYAGAGACCAGGTTTCACCATGTIGGCCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCCACC^ 
CTCCCAAAGTGCTGAGATTACAGGCCTGAGCCACCGTGCCCAGCCAAAATAACTTTAAAAACTTACATTTTTAAAAA 
ACAAAYAAAAGTTCTCTATGOTTATGGTGTACAATTGCATATATTATATGTATTAAAATTGTGTATGTT^^ 

Fig. 15 

SEQ. ED. No. 14 
142 aa 

MGPHRLWMCLSACCPAVHAMPGIGPLAQTPVLWRADLHRSGCVAAGAHCGIHFHRLETA 

PEQHSSIXQGPPVACSPLVSISAHVYU^QMTTETWAQCGVWMLIGFAMYFGYGffHSLE 
NNQQPPASSSQTPHENIPSPLLN ruivjirncyj-ti 

Fig. 16 

SEQ. ID. No. 15 
119 aa 

MNSVPKAESPACVPEASSTPASLWSPVSTIPTPRWGRIVYGCAFLLVVLLSMLCLVLAHWP 
KRLFSGELmAAAVLLLVLWGFTFIWRQPQSNTPLYFKVPLIJPVLLWSASLH^ 

Fig. 17 

SEQ. ID. No. 16 
140 aa 

PRYQPDENFS KNEKPKEEW EMNSVPKAES PACVPEASST PASLWSPVST IPTPRWGRIV 
YGCAFLLWL LSMLCLVLAH WPKRLFSGEL lYIAAAVLLL VLIVGFTFTV WRQPQSNTPIj 
YFKVPLLPVL LWSASLHMFT 

Fig. 18 
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SEQ. ID. No. 17 

TGGATATGGGTAGATGAAACCTCGGATACGTGGGAGCTACCGTGGGTGTATTAGGCTC 

TCTGATGTTGGATGAACAGGGACCTGGGTTAATCTTGCCCTACTCTCTCTAATTCAGGT 

ACCAGCCAGACGAGAATTTCAGCAAGAACGAGAAGCCGAAGGAGGAAGTAGTTGAGA 

TGAATTCTGTACCCAAAGCAGAATCCCCAGCATGTGTTCCTGAAGCGTCCAGCACTCCG 

GCGAGTCTGTGGAGCCCTGTCAGCACCATCCCCACCCCGAGATGGGGCCGCATCGTCT 

ATGGATGTGCCITTCTGCTTGTTGTCCTGCTGTCCATGCTATGCCTGGTATTGGCCCATT 

GGCCCAAACGCCTGTTCTCTGGAGAGCTGATCTACATCGCAGCGGCTGTGTTGCTGCTG 

GTGCTCATTGTGGGATTCACTTTCACCGTCTGGAGACAGCCCCAGAGCAACACTCCTCT 

TTACTTCAAGGTCCCCCTGTTGCCTGTTCTCCTCTGGTCAGCATCTCTGCACATGTTTAC 

CTGATGATGCAGATGACCACTGAGACCTGGGCCCAATGTGGAGTCTGGATGTTGATTG 

GATTTGCTATGTATTTTGGATATGGGATCCCACACAGCTTGGAGAACAATCAACAGCCA 

CCAGCGTCAAGCTCCCAAACTCCTCATGAAAACATCCCTAG'TCCCTTGCTGAATTAGTT 

TAACCACGGAAAAGGGATGGTCCAGTCCACTGGAGGTGTCCTCTGGATGAAGGGAAAG 

TGTGAAGCTCTGTGGAGCATGAAGAGATGGAGTTTCACCTTGTTGCCGAGGCTGGTCTT 

GAACrCCTGAGCTGAAGCCATCCTCCTGCCTCTGGCCTCTAAAAGTGCTGGGATTCCAG 

GCGTGAGCCAGCGTGCCCGGCCATCATGTTTACTTCAAACAGATTTTCTCTGGCGTCTT 

CTAGGACACITGTATCTGATCTTrACTGAAAGTCACATTCTTAGCAAGACTTAACCTTA 

CATCCTGAGTAAAATTGCGAATTCCACAGATGCCCTCAATCTTTCCTGACCTCGGCTCC 

TCTTCTGTTTCCCGGCATGGCTTGAAGCGCAACGGCATTCTACCTGTTTACTCAGGATG 

TGTCTTACCATTAAAGTCCCTGCCTGCAGAGCAGTTGGCTTGATTTCACCT 



Fig. 19 



18/32 

SEQ. ID. No. 18 

cacttcaacccaggack3cagaggttgcaSSScS?SS^ 

<k:tcattgtgggattcactttcaccgtc?SagI?SJ?S?a^ 
tctccccacaccaccctcctgagtcaSgga????gSSSS?SJS 



AGCATCTCTGCACATCT^^ISTGA^SISSGl^Pr^™^'^'^ 
AGTCTTCau«3aiGCTGGGACTACA^^^C^AA^ 

catgaagcttggaaatatgtatacattgtggaattcctSa 
ttotgttttta^IS?ggS?S?aS^S5S^J^S2^^S^ 



Fig. 20 Part 1 



19/32 



Fig. 20 Part 2 
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CHARACTERISTiC 
mRNA 

Exon 

Exon 

Exon 

Exon 

Div^CharakteristiJcum 



Div__Charakterist±}cuin 



Div_Charakteristikum 
Div_Charakteristikum 

Div^Charakteristikum 

Dly_Charakteristikiim 
Div_Charakterlstikum 
Di v_Charak t e r 1 s 1 1 kum 
Div^Charakterietikum 
NUMBER OF BASES 333 a 



Localization/designation 

Combine (i. . 312, 313 479, 480 587, 588 1437) 
/Feature a "CAT- A mRNA Exon 1-4 « 
1. .312 

/Feature -"CAT-A Exon 1" 
313 . .479 

/Feature »"CAT-A Exon 2" 
480. .587 

/Feature ="CAT-A Exon 3" 
588. .1437 

/Feature e"CAT-A Exon 4" 
275. .703 

/Feature «"CAT-A ORP -Start-1" 

/Translations "MGPHRLWMCLSACCPAVHAMPGIGPLAQTPVLW 
RADLHRSGCVAAGAHCGIHPHRIiBTAPBQHSSLLQGPPVACSPIiVSI 
SAHVyiiMMQMTTETWAQCGVWMLIGFAMYFGYGIPHSLENNQQPPAS 
SSQTPHBNXPSPIiLN. " 
174. .530 

/Feature -"CAT- A ORP-start-2" 

/TranslatlonB»MNSVPKAESPACVPEASSTPASriWSPVSTlPTP 
RWGRIVYGCAPLIjVVLljSMLaLiVriAHWPKRIiPSGELIYIAAAVLIiLV 
LI VGFTFTVWRQPQSNTPIiYPKVPIiliPVLIjWSASLHMFT " 
Div^Charakteristikum ill, .530 
/Feature -"CAT-A ORF-3" 

/Translationo"FRYQPDENFSKNEKPKEEWEMNSVPKAESPAC 

VPEASSTPASLWSPVSTIPTPRWGRIVYGCAFLLWLLSMLCliVIiAH 

WPKRLFSGELIYIAAAVLLIiVLIVGFTPTVWRQPQSNTPIjYFKVPrilj 

PVIiliWSASLHMFT" 

482.. 667 

/Feature b'*58% homology to humans -CAT3 OB 

Ace. AF320612« 
482. .667 

/Feature ««"63% Protein homology to cat ionic 
amino acid transporter 3 [Rattus norvegicus] GB 
ACC.BAA20133.1" 
452. .682 

/Feature = "protein homology to ecotropic 
retrovirus receptdr (Rattus norvegicus] GB Acc, 
BAB83893" 
24. .500 

/Feature a'«hom-rat-baa20133 ,1-31%" 
24, .500 

/Feature ■ " horn-mouse - cat 3 - AABO 9593-60%" 
482. .667 

/Feature onhom-mouse-cat3-AAB09593-40%" 
500. .682 

/Feature .-"horn mouse-cat2-AAA37372-42%" 
345 c 341 g 415 t 



TGGATATGGGTAGATGAAACCTCGGATACGTGGGAGCTACCGTGGGTQTATTAQGCTCTCnX^ 
AGGGACCTGGGTTAATCTTGCCCTACTCTeKrrAATTCAGGTACCAGC^ 

AGCCGAAGGAGGAAGTAGTTGAGATGAATTCTGTACCCAAAGCAQAATCCCCAGCATGTGTTCCT^^ 

GCACTCCGGCGAGTCTGTGGAGCCCTGTCAGCACCATCCCCACCCCGAGATGGGGCCGCATCGTCTATGGATOTG 

CCTTTCTGCTTGTTGTCCTGCTOTCCATGCTATGCCTGGTATTC 

AGCTGATCTACATCGCAGCGGCTGTGTTGCTGCTGGTGCTCyVTTGTGGGATTavCTO 

CCCAGAGCAACACTCCTCTTTACTTCAAGGTCCCCCTGTTGCCTQTTCrrCCTCTGGTCAGCA 

TTACCrGATGATGCAGATGACCACTQAGACCrGGGCCCAATGTGGAGTCTGGATGTTGATTC 

TTTTGGATATGGGATCCavCACAGCnTGGAGAACAATCAAC^ 

AAACATCCCTAGTCCCTTGCTOAATTAGTTTAACCACGGAAAAGGGATGGTCCAGTCCA 

GATGAAGGGAAAGTGTGAAGCTCTGTGGAGCATGAAGGTGGGATACACTTAAAGCCCCTO 

GCAAACACTTTTTAAAAAACTTTATTTTGTICTTT^^ 

CTTCCTCTGTTGCCCAGGCGGAACTTGAACTCCTGGQCTCAAGTG ATCCT 

GGACrrA»GGTACCCCyiTCATACCCAGCTTAACAAAATATCTrTATTTGATTTGAT^ 



Fig. 21 Part 1 
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GAGTCTCGCTCTATTacCCAGTCTGGA( 




Fig. 21 Part 2 
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TTTTTTAATTAGTATTTATTTCTGTTCCTTTCA 

AATAATCTACCATCACACACTCTAGTTAAAGCCAAAGCTCCGTAGGTAAAGCTGACCM 
GCTCATGGAATCTTGCTTCTTGATTTTATGTTAATTTCT 

GGGTrGTAAAAAATAATCACTATATTTGCTATTATAGTTGTAGGTATGCAGTAT^^^^ 
T ClTX " iaU " riTTrriX 3AAACAGAGTCT(X;CTCT 

GCAGCCrrCCGCCTCCCAGGTTCACGTGATTCrCCrGCCTCAGCCTTCC^^^ 
CACCACCACGCCCGGCTAATTTTTGTATTTTTAGTAGAGATGGGGT^ 

CTCCTGACCTCGTGATCTGCCCACCTTGGCCTCCCAAAGTGCTGGGACTACAGAAGTGAGCCA 
TGTATTTTCTTAAAGAAATAAAAAACTAAGAAGAAAATGCCACrCATCATCAT^ 
GGAAAAGAAAATACTGTGATAAATTTGTCTCTTTAATAAAGAAGAAATTCTAGTC 
GGTTTTTCACTAGATA lTTCr rT T TACTGCTC 

TTTAAAACTTCATTGACAGGAGCAAATCCAGTATGCACTGA r iUCl^^ 

AGACGGAGATTTACTCTTGTTGTCCAGGCTGGAGTGCAATGGTGCGATCTCGGCTCACCGCATCCTCT 

GGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGACATGTGTCACCACXSCCT 

TTTGTATTTGTAGTAGGGATGGGGTTTTACCATGTTGCCCAGGCIGATCT 

CTCGCCrCGGCCTCCCAAAGTGCTGGGATTGACAGGCGTGAGCCACTGC».CCCAG^ 

ACTCTAACCCATCAGAGAGCCCGGTAGTTTCATTCrCACGAATACTCTAGCCGTGAAAA 

AGACGAATCCAACXSAATAGAAGAAGAAATCTATTCAGTTTTGGGATATTTGGTGC^ 

TGAAACCTAAACCTCCa^TTGTAAACAGGAAGCTGGATCCAAGTCC^ 

TAGGCCAAGAAAGCTACrGGCCTCrGATGCCCTTGTTCATCAGTCATAGAGC(^^ 

ACATCATAAACGATTCCTCTGGTGATGAGGAAGTAAGACACCACCACCAGAGC^^ 

ATGTGCAGCCAGGGCGGCTTCTTCAGCTTCAGGTTGGGACATTCAAGCGCTAAGAACGGGA» 

TCCATGTTGGTGGOIGCAAGGGCCATTCTCGGCCTC 



Fig. 22 
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CHARACTERISTIC 
Exon 

Div^CharakeristlJoim 
Exon 

Di v_charaker i s t i kum 
£xon 

Di v_charakteri s t Ikum 



NUMBER OF BASES 



426 a 



LocalizatioiVdesignation 
1 . .288 

/Feature ""Exon 3" 
complementary (x, .288) 
/Feature « « homologous to 

621.. 863 enci section. sega>288) » 

/Feature «"exon 2" 
complementary (621 . . 863 ) 

1183. .1686 
/Feature ="Exon 1" 
complementary (1183 . . 1686) 

^'Srt [segTl '^^^'^^'^S^^^to XM^0347l0-mRNA-37.538^ 
403 c 350 g 507 t 




tccatgttggtggcaocaagScSSScSJtc ^"^^ 



Fig. 23 
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CHARACTERISTIC 
Exon 

Di v^Charak t eri sti kum 
Exon 

Div^charakterlstikum 

v_charak t eri s t ixum 
Div_charakteristikum 

NUMBER OF BASES 307 a 



Localization/designation 
748. .1035 
/Feature «"Bxon 3" 
748. .1035 

/Feature = " homologous to 

/Feature •"Exon 2" 
505. ,747 

/Feature homologous to XM^034710-mRNA-S39<782 

part .seg(l>244)« 
a..S04 

/Feature » " Exon 1 " 
1. .504 

/Feature homologousto XM_034710-mRWA-37-S3 8< 

part .seq(l>502) " u^w/i 538- 

194 c 222 g 312 t 



rATTAAAaAOACAAATTTATC 



^iSti^™^°^^^^=^^<=AACTATAATAGCAAATATAaTa 

aA3ATOACATTTCTaACTTTCAGAAATTAACATAAAATr^flak«r.»«^,™.;j; .««v,«v. i i-i-i-iQ 

gctgotcagctttacctacggaStttgSJSJ2J??mJS^^ 

aqactgc«3cctgaacaataacaSSSS^S?SIJ;2^°'^*'^^'^^^^^ 



Fig. 24 
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"""^n^'^^"" Loca,iza«on/designat»n 
2118. .2524 

Exon f,^^^^ -Ex n 18^ 

1976. .2117 

Exon ^^V"'^ ="Exon 17 « 

1857.. 1975 

Exon f^^^™ -"Exon 16 « 

1785. .1865 

Exon il^^'^ ="Exon is - 

1645. .1784 
Exon /Feature -"Exon 14 " 

1S81. .1644 

Exon «"Exon 13 " 

1488 . . 1580 

Exon i^^^^'^ ="Bxon 12 « 

1298 . ,1487 

Exon /Feature -"Exon li « 

1144 . .1297 

Exon i^f^^'^ -"Exon 10 « 

1113. .1143 

Exon /Feature «"Exon 9" 

" 102 4.. 1112 

Exon /Feature o«Bxon 8" 

^ 888.. 1023 

Exon /Feature -"Exon 4" 

400.. 483 

Exon 3" 

NUMBER OF BASES 47S ^^^^'^^^^ j"Exon 1« 

a 814 c 729 g sOS t 

GGCGCGCCCGGGGTGCCGC 




Fig. 25 Part 1 
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Fig. 25 Part 2 
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CHARACTERISTIC 
Source 



Exon 
Exon 
Exon 

Exon 

Exon 

Exon 

Exon 

Exon 

Exon 

Exon 

Exon 
Exon 
Exon 
Exon 
Exon 
Exon 
Exon 
Exon 

NUMBER OF BASES S613 a 



Localization/designation 
complementary 7l. .24801} 
/Organlsmus-"Honio sapiens" 
/db_xref » " taxon : 9 ^0 6 ■* 
/chromosome^ " 19 " 
/ Clone « " CTC - 3 3 1H2 3 " 



24395. 


.24801 




/Feature 


« " Exon 


IB 


24005. 


. 24146 




/Feature 


= "Exon 


17" 


22324. 


.22432 




/Feature 


"•"Exon 


16" 


20762. 


.20643 




/Feature 


-"Exon 


15" 


18300. 


.18439 




/Feature 


="Exon 


14 " 


. 18108. 


.18171 




/Feature 


-"Exon 


13" 


17922. 


18014 




/Feature 


-"Exon 


12" 


16128. . 


16317 




/Feature 


«"Exon 


11" 


15647. . 


15800 




/Feature 


o"Exon 


10" 


11054. . 


11084 




/Feature 




9" 


10680. . 


10768 




/Feature 


="Exon 


8" 


10201. . 


10336 




/Feature 


e " Exon 


7" 


9368. ,9525 




/Feature 


-"Exon 


6" 



7580. .7712 

/Feature -"Exon S" 
7332. .7444 
/Feature »"Exon 4" 
1862. .1945 

/Feature -"Exon 3 " 
864. «896 

/Feature ^"Exon 2" 
1. .366 

/Feature -"Exon 1" 
6407 C 6621 g 6160 t 



GGCGCGCCCGGGGTGCCGCTCCCTGCCTGGCGCGCTCCGCACCTQGAGGTGCCTTGCCCCTCTCCTGCCCACCTC 

QGAATTTCCCTQTGGCTCCTTTGATCCTTCGAGTCTCCAGCrCCTCTCCCTTCCACCTGTTTCCCC 

CAGGATCCTGGTCCCTGCTACGTTTCTGGGGCCATGGCTGGTCTGGGCCCCGGCaTAQacaATTCAGAGGGGGGA 

CCCCGGCCCCTGTTTTGCAGAAAGGGGGCCCTGAGGCAGAAGGTGGTCCACGAAQTCAAGAGCCA^^ 

GCrCGCTTCTTCAAGCAQCCCACClTCraCAGCCACTQCACCGACTTCATCTGaTGA^ 

CTQGGGGACGAaGGGACTAGGGGTGCAGACTCCTATCACGCCGACCCCTaTGGAAGOAAaAAGOAGGGGGCT^ 

GTCCCGACrCCCAGGTTCTAGGATGGCCAGOGAACGCraGGAGCTTCGACrCCTQGGTTTCAGTOAOT 

TGGTTCCTGGAGTGCTGGGTCCGAGGOAGGAGQAGGCTGGAGGACAGAGGTCCTQOAGTCTTO 

GAAGGGCCTGGGGGGCraGGAGCCTGGATTCCTGGGTCTGAAGGAGGAAaAAACTGGQQGCTQAAC^ 

AGGGAAQAAQGGCTGQGGGCCAAAATTTCTGGGTTCrAGAAAGAGGAGGTGGCCGQGOCrTGGACACCTGGaCCC 

TOCGQGAGGAGGGTCAGAQAGCGCAGGCCCCCTGTGGCTCGCAGAGGTTGGGGGTCCAQGTACCCCTT^ 

TGACCTAGGATCCCraACTCfTTCCAGOGGTATCGGAAAGCAGGGCCTGCAATGTCAAGGT^ 

GGOCTCCTGGGACCCTCAGGAGGGTGGAGGCTGGGGCCCCACAGCTGAOGCraCTTGACACAC^ 

CCCCAGAGAGOCGCGGGGGAGCCCGGGGCGGGGGGTGTGGCAGAGACACAGCCTGTGGTGGGGAGGGAGCTTO 

ATCTGTTGCCATGGGAACATGGAGATTTGGAAAAGGGGAGCTGAAOGGGGGAAGGGGG^^ 

AAGTCAGAGCCCCCCCCCACCCCAGGCTOCCGTCGCCATGACAACACCAGCCGTCCTAGGCAGGGGCAGGCCGGG 

Fig, 26 Part 1 
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TGCCACOAATTTGTQACCrTCGAGTGTCCAGGCGCTSSJG^^ 

GGrrCTCCTCCTCOGGCCGTCCCCCCGCCCTCACCCCCTCGGOGTCCGTCCcSSTC^ 
CTGGGAGGGGAGGGGGGCTGGAaAGATAGGGGGAGCTATCTGGCCCAGlScc^^^^^ 

gaatgcgagggggactcacaggctcgggacacgggtgJgg?SSSSS^SS^ 

GGGTGCrreCCGGGGGTGGGCTX3TCATCCAGGGGTX3AAGGGATTTAAAAA?TO^^^ 

aaatatcagtgcaggtgcggagatgccaacataagacagagggaatctcagggagagSmSm^^ 

ACAGAGACCTAGGAGAGACTGAAGCTGAGGCAGAGAGAGAGAGAGASAGCAG?SSJSS?^Q^f^^^ 

gaggaatttggaggcaccaaaagatcgacagagaaactccaagagaSSScaJSJJJJSSS???^^ 

TAAAATAGAAAATGGTGGATACAGACAACAGCTTAGGAGATGCTOAGAGGA^^ 



iccn 



i^GGGCGACTGTGGCTQAGGATTAGAAATTCCATTTCGTGTC^ 

CCCOTCTAATTTTTTTTGTATTTTTAGTAGAGATGGGGCTTCAC^^^ 

CTTAAATTTAAACAGCCACATGTAQTTAGTGGCC^^ 
TTTGAAGTCAGGTGGGTTCAGAGTTTCGCCCAGGGTTTOACAC^^ 

GAGAGAGAGGCTIGAGAGAGAGAGATCCACAQAAGTCCATGAGGCGTTTTACCACCCTCTCAGCTGAAAATAACM 

aagtctacatagaagatgtgacttcatagaacatatattgagcaccactgtctaccagcacgtgtatgtga™ 

TGACCCCCCTCGTCCACTCACCTCCGCCACCAACACCAGATAAGTCTGATGCATCCAGTGCTCATTGGGTACACT 

catcaagatttttttttttgttttttgcctgta^^ 

GAGCGGCAGAGGTTGCyVGTGAGCCAAGATCACGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTTTC 

^gaaaaaaaaaaaaagatttttttttgtttttgttgtittgtttg 

CTCTGTCACCCAGGCTGGAGTGCACTGGTQCAATCTTQGTTCACTGCAACCTCTACCTCCaVGGTTCA^^ 

ctcatgcctcagcctcccgagtagctgggactagjuicaggcatgagccaccatggccggctaatttto 

TAGTAGACAGGGTrrCATCATGCTGGCCAAGCTGQTCTTGCTCCTGACCTCACGTGATCCACCCAC^ 
CCAAAGTGCTQGGATTACAGGCGTGAGCCACCGCACCCAGCCGATTTTT^ 

CTGTCACCTAGACTGGAGTACAGTGATGGGATCATAQCTracrrGCAGCCOTGAATTCTCCAGGCTC^ 

TCCTGCCCCAGCXTCTCAAGTAGCTGGGACTATAaQCACAAGCCACAACACCTAGCTAATTAAAAAAAAATG^ 

TTGTAGAaATGGAGTCTCACTCACrATATTGCCCAaGCrGGTCTTCAACTCCTC 

TCAGCCTCCCAAAATGATGGGATTACAGGCGTOAGCCACTGCACCTGGCCTCAAGTATTl^ 

TKKSATCCACACAAa^GCTTATTTGGTTATTTTTCCC^ 

^I^^TCTGTGACATTTC 

TCTTTCCTCTGCATCACTOSGGGGTTTTTTTGTTTT^ 

CCCAGGCTGGAGTGC^TAGTGCTATCACTGCTCACTGCAGTCTTGACCTCCGQGGCTCAAGTGAOT 

GCAGTTGATCTTCTTAAAAGTAACATGCAGGCCAGGCACAGTGGCTCACGCCTGTAATCCCAACACTTT^ 

CCGAGGCGGGTGGATCACCTGAGGTTGGGAGTTCGAGACCAGCCTGACCAACATGGAGAAGCCACGTGTCTACTA 

AGAATACAAAATTAGCTGGGCGTGGTGGCACACGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATC 

ACTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCAAGATTGCGCCATTaCACTC<^GCCTGGGCAGCAAGAAC^ 

AACTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAWU^AAAAAGGTAACATGCCT^ 

GGCTCa^TGCCTGTAATCCCAGCTCTTTGGGAGGCTGAGGCAAGCGGATCACGAGGTCAGGAGATCCAAACCATCC 

TGGCTAACGCXSGTQAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCAGGCACGGTGGCACQCG^ 

CCCAGCTACTCGQGAGGCTGAGGCAGQAGTATCGCTTGAACCCCXjGAGGCAaAaGTTGCAGTGAGCCGAGATCAC 

ACCACTGCACTCTAGCCTG GGC GACAGAGTGAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAGTAACATGGAT 

CyU^GATTTGGCAAGAATGATTTCATTTAGTCCCCAGGGAGGGCACATGCCCCCy^CTTTTCAAQOGGTAAATC^ 

GGCTTTGAAAAGGGGCAGGCGTGGTGAGGCCACCTAGCTGOGTAGGGGATAGAGGCAAGATTTGAACTCTO 

ATGTAACCACAGCCTCCGTQCTGTCrrCCTTTTTAACAGCGACGTTCACTTTTGAGAATA^ 

TCTGTGGATGGTTTGTGTGTCAGGCAGCCrrGCTGAGAACCrTM 

CCTTTGAGTTAGGGTCAGCGGAGATATTTAGAAGCCCAGCA»TTGAAAAGaATCCT^ 

CCTCTACCCAAATATATATTCAAACTAGAAACCCCACTAACATAGATGAAAATCCAAGAATGGCCTAAATGTTCA 

Fig. 26 Part 2 
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atggacactgacagaagctoccagtgaaggagctggStSSct^^ 

GGGAGTTGGQGGQATGGGAACTATGGGAGGriSSSJS?cS??SS^^SS^'^^ 

TaW3CGAGGCCCCCCTGCCACTCCCCCTGCAScAGTSTC???5SSS^^ 

CTGTCaVTCCAGGCTOGAGTGCAGTGGCACAATCTTGGSSS^ 

lAATGC 
'CCAGG 
iCGCCG 

CCTCKSCCCCGCCCCCTCCCCi^GTGTGAGGCGGGG-^^^^ 



CG 

^^^^^^ 



AAGCCCGGCTAATTTTTTGTATTTTTAGTACAAACGQGGOTOCACCyiTGTTAGCCAOTS^ 

accccaggtgatcccctcgactcggcctcccaaagtgctgggattaaSScgtSSS???^ 

^SJJ^o^'^°^"^'''"^^^™^^^°AGATOGAGTCTT^^ 

GCTGGAATTACAGGCGCCTGCCACCACATCCGGCTAAl H 1 i i U i i A'i 1 rrirriTr SGASftGA^C^^^g 

TGTTOCCCAGGCTGGAGTGCAGTAGOVTGATCTCAGCTCACTOCAA^ 

S^^3^^^^255I^"°*°^A°=^<^*^ACAGGTGa^TCACAC^ 



^^-^^f«fr^''''*^'^^'''^^*=**=™°^«3GAAAGGGCTCT^^ 
^??^^^^^^^*^AGAAACGAGACrrGAGAGCTTGGAATTCrTrrT^^ 



GGTTCACGTCATTCTC 



TGACGCCCAGGCTGGAGTGCAGTGGCGTAATCTCGGCTCACTGCAAGCTCCGAC^^ 
TOTAGTGGAGACGGGGTTTCACCATTCACAGGATGGTCTCGATCTCCTO^ 

CTCCCAAAGTGCTGGGATTACAGGCATGAGCCGCCGTGCCTGGCCAAGCTTGGAACTCTTGATTGCTC 

TAACCTAATTCCTATGGACCCCAATGGTCTCTCTGATCCCTATQTGAAACTGAAGCTCATCCCAGACCCTCGGAA 
CCTGACGAAACAGAAGACCCGAACGGTQAAAGCCACGCTAAACCCTGTGTGGAATGAGACCTTTGTGTTQTGAGT 
CTGGGGTGCAGGGAAGGCAATGACAGCTGACAGAGAATGATCTGAGGGTCCTAGTGGCCCCCAGAGAGCAGCTGA 
TGGGAGGGGTTAGGATAGAGGGAACCCAGAAAAGGGCAGAAGAAGATGGTGGGAAAAGGGAATAGAGTGATTGAG 
GGAGTGGGATGGAGATACAGAAACGGAGAGACAGCCAGACCACTGTATAATTAaTCTCCATTGAAGCCCCCAACT 

ttagagttagacagagatgagagagagaagagagagtctcagaagaggcuvgaaacccXaagagagacacagatgg 

AGAGGGAGGGGAGAAGATGGGGGATGGCTVGGGAGAO^GAGATMGTTGACAGGAAGACAQAGTGATAGAGACCC^ 

gagaggagagaagggtacagagactcagaqagagagatctcqagaqacaagagacaqagatgggaaqgggcggag 

AATGCAGGAGGAAQGGAGAGGAAGAGCTCTCTAGGTTTACTTCAGGCCCCAAAGCCCTAGCTGGAGAGAGAGCCC 

GGCTGGGAAGGTCAGAGGTCGGAGACCGACAAAGCAQGAGAGGAGCCCCAGCrGGCTQGGTTTGCCCCCaiCCTCC 

AGCACCAAGGATGGGGAACCGAGGGGAGCCATGAGCTCGGCTCTGCACCCCATCCACCCCACCTTCC^ 

CCTGAAGCCAGGGGA TGTG GAGCGCCGGCTCAGCGTGGAGGTOTGGGACTGGGACCGGACCTCCOSC^ 

CATGGGGGCCATGTCCTTTGGCaTCrCGGAGCroCTCAAGGCGCCCGTGGATG^^^ 

GCCrGGGGATGGAQCGCAATATrACCATCrCCATCIOTGTGTGGTCTCTCTCCTCCAGGCCA^ 

TaCCTCCCAGCATGCGCACACACACACACACACACACACACACACGCAaVCA»CGCACACACCCCTC 
ATTCTTCTCTTCTTCTCCCCTCCCTTTCrCCCT^ 

TOTCCGTCTCrcroTGTCTCTTTCCTCCCTTCCAATGTCTTTGCCTCTCCCATGGGTGC^ 

GCCrCTGGTCPCCGTCTGTATGTCAGGTACAAGTTACTQAACCAGGAaGAGGGCGAaTATTACAATGTGCCGGTG 
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?^°5?T^^^f°°"^=AaA0CTOGCCTTTCCTTCOU:cCCT^ 



aAATGaAGGCAGTrTTTGCCTACTTCTCrGATTTCTTATTCCTCCTCTC^ 



?^^^^^II^£^*^f^IS?3?!?EJT25^^^^TCCAGGATCCAGAG^ 



TCTOSCCTCAGCCTCCTGAGTAGCTGGGATOACAGGTGACCGCCACCA^ 
AGTAGAQATGGGATTTCXSCCATGTTGGCCAGGCTGATCTCA^ 
CTCCCAAAGTCCTGGGArrACAGGCATOAGCCACTGCGCCCGACCGATTC^ 
^^GGAGTCTCQCTGTQACGCCCAGGCTGGAGTGO^OTOGTGCGATC^^ 
ITCACGCCATTCTCCTGCATCAGCCTCCTOAGTAGCT^^ 

^^^"^^^^^^^^^^^CA^AGCCTGAGTCAGAGAAAGC^^ 

GGATTTCCCAAAGGAGAGACCAGATTTTCAGGCAGGAGGAAGTAATGCTCTCrCCCrCATTTAC 

ATACTTTACAGAGCATCTTTGTGTGCCAGGCGTGGCTCTACTCACTGGGGATATAGAGAAAGCAGGG 

AACAAACAAACAAAAAAGTTCCTTTCCTTATGGGATTTACACCGGGAGGAAGACATTAAAO^ 

TATGATAGACTGGGCACGATGCCTCATGTCTGTGATCCTAGTAAGGCGGGCGGATCACCTGAGGTCM 

AGACCyVGCCTGGCCAGCGTGGCAAAACCCCATCTCTACTAAAAAATACAAAAATCAGCT^ 

CCTGTAATCCCAGCTACTCGGAAGGCTCAQGCAGGAGAATTGCTGGATTCCGGGAAGTAGAGGCTGCAGTO^ 

CAGATCQCTCCACTGCACTCCAGCCTGQATGACAGAGQQAGACTCn^TCTCAAAAAAAAAAAAW 

GACAAGAATCTTCAAGATTCAACAACAGCAACAACATGTTATAGTCTTTACTGGACTC^ 

AGAGTTTTTAATGTTGTGTGTGGGGGTTCACCrrGCATCAGAATTCCT 

CCAGCCTTTCTGCAGACCrACTCAaTGACQATCTCTCTOATGCCTCAAAT^ 

QGTGATCCrTTTGCAAAGTTAAGTTTGAGAATQGGCTCTGCaGCCTGGCGCA^^ 

CACTTTGGGAGGCO^AGGCGGGTCGATCACGAGGTCAGQAGATCGAGACCATCCT^ 

GTCTCTACTAAAAATACTIAAAAAATTAGCTGGGCGTGGTGGTGGGTGCCTGTAGTCC^^ 

AGGCAGQAGAATGGCATGAACCTGGQAGGTOGAGCTTGCAATGAGCCXSAGATCGTGCCACTGCACTACAG 

GTGACAGAGCGAGACTCTATCrCAGAAAAAAAAAAAAAAGAGAGAATGGGCTCTGCAGGAGACAAGGGTACCAGC 

GGGAGGACATTCTGAQCCAAAGAGGTAGAGTCTTTTGAGATCAGCAGGGATGATCCTCCCCT 

ACCCAGCAGGGCAGATGGTGGGCAAAGGCCTAGAGGCAGGGAGTGTAGGGTGGTCTGTGTQCCTC 

CAGCACTCTCCCACAGTTCAGCAGGCACavCTTAATATTACCAATGAACACC^ 

AGGTACGGGGCTAACAACACAGCAAACAGAAACyVGCCCTOATTATTATTATTATTATTATTAT^^ 

TATTArrATTATGTATrTATCTATTTQAGACACAGTCTCGCTCTGTC 

TCAGCTCACTGCAACCTCnXSCCTCCCGGGTTCAAGCGATTCTCCTGCCTTGGCCTCCC^ 

GGCATGTGCCACCATGTCCTACTAATTTTTATATTGCTAGTAGAGATGGGGCTTCGCCATGTTC 

CTTQAACTCCrGACCTCAGQTGATCrrGCCCACCTCGGCCrrCCCAAAGTGCT 

ACCCAGCCCTCyU^Cy^TATTTATGTAGCCTCAATGAGGTAGQCAGTGTTACrGTC 

CCCCTGCCTTAGGGAGCTCACAGGCAGAAAGCAGATAGTCACACAGATAGATGTAAATTACTAAGAAXAAAAGTG 

CCAGGAAGGTGCTGTCCATQGTGACCAAQGGGTGGTAAGAQAGGCATCTQACCCAGTTTAAAAAGTCy^TO 

CCTCTATGAAGTGATQCTTGAGTCAAGGTCTAAAGGGTGTTTGGGAGACAACTAGGAGGGAAGGGGAGGGGAGAG 

CrTTACAGGAAGACCTAACGGCACATCCAGAGGGCCTGAGGTGGGAGGGAGGACAATOAGTQTCAGQCCAGG^^ 

GCTGGACCATQGAGCerGGGAGAGAGAAGAACAACCTGCAGTGTCAGTCTCAGCCTGGCn^ 

AATAAAATCTTAACyiCAflAGGGAOCMTTAAAGGOTTTAaUlGCATAGGGGAQACATC 

TTAAATTGGCTCCTGTGCCTGCTGAGTAGAGAATGCATTAGAAAGGGCAGCCGTCCATG^ 

GAAGCTGTQACAGCAGCTTAGTCTTGGQCCCCCTCCCroGGGGGCCaAGGCy^GGAAAAGGTAGAGAAGGG^ 

AGCn^AAAQCCAGGTGTGCTCCCTGGACTGGCAGCACCa^TGTCACCCAGAAGCTT^^ 

AGGTCCCACCC»GATTTATAGAGTTAGAAAATCTGGCAGTGGGACCCAGCAATCTGTTTTACCAAACC^ 

GQAATTCCGGCTTAGAGGCTAAGAGCAACCAGATTCrAGAGCTGGACTOCTTGOGTCT 

TTTACCTGCTGTGTGACTTGGGGCAAGTTACTTAACGTCTCTGTGCTAGTCTCCT 

TAGCAGGGTTTTCTGGAAACAGCATATGATAAGCTATCTA/UVAAAAAAAAAGAAGAAAAAAAGAGCT 
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tgcatcttcaaatatggttaggt^ggccgttcagSS 

gcgtcccttagggagggggcaggtcctgtaccactSgS???SJ^Sg?cSS??^ 



GTGAATGGGTCCTGCGGAGGTGTCGTGAAGCGGTTQAGTTCCrrGGOGGCGTGGCC^^ 
TTTTCGATTCTQACTGAAGGACACATC^^ 

CAGAACCTGCAAGATTTTAAGAGGGCGTGACTTTACTTC^^^^ 
TAAAATATATGTATGAGCAACTTTGATTCCTTCTTTTTTm 
AGTGCAATGGCGCGATCTCGGCTCACTGCAACCTCCGCCTCCCGGGTTTAAG^^ 
QAGTAGCTGGGATTACAGGCTCCCGCCACCACACTCAGCTGATTITTGTATT^ 

CAGGCGTGAGCCACCACGCCCAGCTGCAACTTTGATTCTTAQTAGGAAGCC^^ 
CTGTGGAAAGAGATTTTGGTGTTCCCGGAlTTCGAGCGAATGGTGGGCrrC^^^ 
GCCAGAACACGTGGTCTGATAGTTGGCGGTGGTCTGGCGGGTGGAQATTCTGAGGTAG^^ 
QGCCCTCCCAGGGATGTGGCTAGGTGCTCTGAATTTCTGGTTGGGTGCAT^ 

GTGATCAGGAAAGAAATTCTCCTACTCTGGGTAGATGGATCCCGCCTCTAAGCCCATGCACTTCTTC^ 

GCCTGTATTTCGTGATGGAGTACGTCACCGGGGGAGACTTGATOTACCACATTCAACAGCTG^ 

AGCCCCATGCAGCGTGAQTCTCQGCCAACAGAGAATGGTCGGGGTCGTOGAAGGGGGCAGGATCC^^ 

CTTCnX3ACGTCCCCACCCACCCCGTCCTCCAGQTTCTACGCGGCAGAAATCGCTATCGGCCTC^^ 

AATCAQGGCATCATCTACAGGTGAGCAGCCCCAGGAATTTCCGTGGAGQAAATCACGCCCCTGGAA^ 

TTTGAATATGTGGCTCTAGACTGCTQAACr(:yuV.CACTTCrTGC^ 

GACCTGAAGCTGGACAATGTQATGCTGGATGCTGAGGGACACATCAAGATCACTGAC^ 

AACGTCTTCCCaSGGACGAaVACCCGCACCTTCTGCGGGACCCCGGACTACATAGCCCCGGAGGTAACCCC^ 

CTOCTGCTCTGGTCACGCTTTGAGATCCCTTAGAGGGTGTAGCTGATGGTCCA^ 

GACCCTCAGACCTTGTCATGAGTTGTGGCCTTCTTACACAGCCAGTCGTTCCTCCAGCCTCC^^ 

TTGGCACTGAGCCTGCCAGGTGGGCCCAGCTGGGTCTCTAAATAGGTAAGGTGGGCAGCACCTGTGGGTGAATGT 

TCCAGGAGAGTGGGACCAGCTCGTAGGAATTCCAAGTAGGACCTGACCCTGGATCCTTCTGAGAAGGGGCAGACG 

ATTTCTAQTGTACrCTGAGTGGQTGTGGCCTGTCCCCTGCCAACACTGAACy^TGTCaSGACTAT 

TTTAAACTGGQCAGGGCrCrCCCTGGAGTATTCAGTTGGATGGAAGCTTATTTCCTGTCTTQTACGTC 

GATGTAAGTGTACTGGACTTCTGTGCTGCATTTTTCAAGAGGGCAGGATCAGCTGGGCOCGGTGGCTC^ 

TAATCCCAGCACTTTGGGAGGCTGAGGCAGGTOGATCACTTGAGGTCAGGAGTTTaAGACCAGCCTGGCCAACAT 

GGTGAAACCTCATCTCTAACAAAATTACACAAATTAGCCGGGCGTGGTGGCyiTQCGCCTGTAATCCCAGCTATTC 

gggaggctgaggcaggagaatcgcttgaaccggggaggcggaggttgolgtgagctgaaatcacaccactgcact 

ccagcctgggtgacagagcataacttcataacttcatctcaaaaaa^ISaaaaaaaaaaaagccggg^ 

tcacacctgtaattccy^gcacttgggaggcrgaggcgggcqgatcyiauggtcaggagi^^ 

TAACMGGTGAAACTCCATCrrCTACTAAAAATACATU^AATTAGCCAGGCGTGGTGQaSGQTGCC^ 

CTACTTGGGAGGCTGAGGCAGGAGAATTACTTGAACCCGGGAGGTGGAGGTTGCAG^ 

TGCACTCCAGTCTGGGCAACAQAGTGAGACCCnXSTCTCAAAAAAAAAAAAAAAAAGAAAAAGAAAAAG 

TGAGATCCCTAAGGTTCTGGGAGAGCAGATGCIGTCCTATOAOTATTTTAAGTGGGTO 

GTTAAAGGGGTGGGGCTGATGTTCTGAATOTACGTATAGATGGATAAAGCACATGCCTGTAGTCCCAGCT 

GGAGGATGTGCCTGACrCGTGCCCAAATAATCAATGTCAGTGATCACAAAACCTaGCTGGT 

GTAGAAAATTTGAAAACTOAGGCCAGACy^TQGTGGCrrCATGCCTGTAATCCCAGCACrTTGGGAAGC^ 

GCAGATCACrTGAGGTCAGGAATTCAAQACCAGCCTAGCCAACATGGTGAAACCCCGTCTCTACTAAAAATAC^ 

AAATTAGCTGGACATGGTGATGTGTGCCTGTO^CCCAGCTACTCAGOAGGCTGAGGCAGGAGAATCACr^ 

CCAGGAGGTGGAGGTTGCAGTGAGC CAA GATTGCACCACTGCACTGCATCCTGGGCTACAGAGTGAGACTCCATC 

TCAAAAAAGAAAAAAGATAAGAAAATTIGAAAACTACACACATATTCCTOACTCTGACACAAATATTC 
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CnXSGAACCAGTGACTTGGCaSTTAGCTAGTCTTTCTATTTQAGQCC^ 

TTTCCAGAATATTCCAAAAGTTAGATCGCTGGCCAAAATATTCAGA^^ 

ATAATCCCAGCACTTTGGOAGGCGGAGGCAGGCCAATTGCTTOAGTCM^ 

TAGTGAGGACCTATCTTCACTAAAAGTGCAAAAATTAGCCAGQTGTGQTGGTG^^ 

GGGAGGCTGAGGTAGAAGAATTACCTOAGOTXSGGAAGTTOAGGCT^ 

CAGCCTGGGCAACAGAGTOAGACCCTGTCAAAAAAAAAAAAAAAAAAAAAAAA^ 

TGAAATAAATATTCAGAGTGGGAAGAGCTTGTGCTGAAAGCACrTAACGTC 

CAGAGQGGTCCTAGGCTTCCTAAAGAACGCATCATGATTCCCTGC™ 

GCCCTATGGGAAGTCTGTCGATTGGTGGTCCTTTGGAGTTCT^ 

AGGTGGGGAGAAGCTGGCTTGGCTAAAAGAGACAGAGAGGGGCACCTGGATCTCAGGAGGAGCCAGTTAGAA^ 
AGTCCAGAAGGTOTGCTCGAATAGCGC^ 

TTTGTTTTGTTTTGTTTGTTCTGTTACCATGGATTCTTT^ 

ATGGATCCCTTCTCAGAAGAATGTTTTTCAATGCACAAAATAGAATAATACATACGCAGAAAACOU^ 

TCCTCACTTTGCCACTTACTGGCTGTGTCAGCTTAGACyU^TTACATACATTCT 

GGACTGCTGAQTGTACTACAACTAAAAAAATTGGTTACCACACTCTTGATCATCTTC^ 

GGGCACCTATAGTCCCAGCTACTGGGGAGGCTGAGGCAGGAGGGTCACATGAGCCCAAGAACTCAAGQT^ 

GAACTATGAGTATGCCACItnOTTCCAGCACAGGCGACAGAGCAAGACCCCAT<^^ 

AGAAATCAATCATTTTGAAAQATAGTCACCAAAACTTTTAAAATTTAATTC 

TGTATACAGTTGTCTAAATATTTAAAATTGGAAAATGGACATATGTGCAAT^ 

AGTTCTAATGGTAGTAAAGTAAAAAGGAGCTCTAACAGTAATTTTGATGTAGCAATGACTAA^ 

CTGCAAerCTCATGTGATGAGAAAATACCTGTOATTACTATTOATAATGAAGC^ 

ATTCATAACTGAAGGGAATGCTAAATTTTAGTTAGAAGTTAAAAAAAAATTTGGCCGGAC^^ 

TGTAATCCAAGCACTTTGGGAGGCCGAAGTGGGCAGATCACTrGAGGTCAGGAGTCT 

ATGATGAAACCCCA TCTCTA AATCTTTOCCrTGGTATCATTTTO 

CAACCAGGAGAATGCTTTTAGGGTGTTTCCTGCAGTTTTTCCTCTCTT 

ACa^GCCTGCTOATTTACATAGCAGATAAAGAGAGGCAGAATAGTACAGAGATGCACAGATCrGAGGCATCCGAGA 

TAGQAAATGAGAGAACCTGAQAAGGAGAGAGATCAAGCTTTGGTGGTTTGGTCTGATCTCTCCTGAGGGTC 

CAGGTGTGCATGTGGGGCGTGTGATGGGTCAGGCATGTTCCCGQTGGGGTGAGGAGGGTGTGGAAGGTTTGGGGA 

AAGGCAGTTGGGCATGTCCCTGACTCrCTATCCCCTCCACTTTGATAGCCTCCCTTCGATGGGGAGGACGAGGAG 

GAGCTGTTTCAGGCCATCATGGAACAAACTGTCACCTACCCCAAGTCGCTTTCCCGGGAAGCCGTGGCCATCTGC 

AAGGGGGTGAGAGCCCCCTGACTCCCAGCTTCTCCAGGCTCACAACCACACACCCCy^TTGCTGTCTC^ 

TTAGAAAAATGCTCCCATTCCTGAAGTCACTTTACTTCCATCTGTTGGAAAAGTTGATATGATGCA^ 

TTAGAACAATGATTTCCAGCCCTGTTGCCACGAGGCCTGGAGATGGCCTCTGTCTCATCCTTCT 

ACTCCCCAGCTCCCTGCTTGCAGGAAGTGCTGAAAGTCaVGGQTGTCTGTCTGTCrAGAACTGGGTGGG 

AAACCCJLACTTCTGCAGCTTTTCTTCCrGTGTGAACTTGGGTGAGTCACCyU^ 

CAGGGGTTATGGAGTTGACACAGAAGAAAGCACCTGGCCCATAGCAGATTTTCAGCCCATGTCAGCACC^ 

GTCTAGCTQCTCTCTCTGCATCTCCCTGACAGTCTCTCTGGTTTCTGTCTCATGCC^ 

ATGGGGCTCTCTGTGTTTCTTCCTTTTCTCTGTGTCrcCTO 

AACCCCCCTACCCCCCATCTCTGTCCCCTCCTGTGTCCACTCrCATACACACACGCTACai^ 

CTGCTGGCTTTCTGTCCrCCCTTTTCTCTGGGTCTCrQTCCCCATAr 

TGTTTCCTGGGTCTCTATCCTTCTCTCTTTCTGAATCTCTGTC 

GAQTTTCTOCCITXnTACCTGGGGTCn^ 

CCTCTCrrCCCCCATTCCCTCCCTCTTCCCCTTCATC^ 

CTGTCCTTCACTCTCCCCTTCCCrrCCCTCCCCCTACCCTTCCCTCTCCC^ 

CCCCTACCCCTTTTCCCTCTCCTCTTCTCCATCTCCCTCATGATTTGTTCTGTTTCT^ 

CTGGGTATGAATTTCATCTGCTATCATTTTCATGTATCCTCTCCTTCTTCCTGTC^ 

TCACTCTCACCCTCrGTCTCTCTCTCTCTCTGTCCCTCTTCCTCTCTCTCTCCrCTCTGTCTCrCTCTG^ 

TCTCTGTCTGTCTCCCrCCTCCTCCTCCTCCCrCCTCCTCCTCCTCCTCCTCCTCCTCCrCCTCCTCCrCCT 

TCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTTTCTTCrCTCTCTCT 

ATTTGCCTGTTTCCCCTGGCTGTTCTTATCTCTCCGGATCTCATGCCTGTGTCTCTTGG^ 

TCTCTGTCCCTCTTTCTCTGGGTCTACCTGTCCGGCACTCTGTCTGTTTGTCTGTCTGTCT 

CACAGTTCCTGACCAAGCACCCAGGGAAGCGCCTGGGCTCAGGGCCTGATGGGGAACCTACCATCCGTGC^ 

GCTTTTTCCGCTGGATTGACTGGQAGCGQCTGGAACGATTGGAGATCCCGCCTCCTTTCAG 

'gtcaccctccaggcaacaaaaacctggtccctgaaggggtggggttcccctgggcctcaatatacctgtatgtgg 

GGGTGGGGTTCCCTCTGGAGAGCCCCCCGCCCCCAACAAAAGGAGGTGCAGACACCATGAAGCATQAATAGAGAT 

tctgcaggagacaggagatgagactggggtacacagagggacacccgaggagccctcggagctgcttaactttcc 

ctcccccacgtctcccacagtgtggccgcagcggcgagaactttgacaagttcttcacgcgggcggcgccagcg 

tgacccctcca^gaccgcctagtcctggccagcatcgaccaggccgatttccagggcttcacctacgtgaaccccg 

acttcgtgcacccxksatgccasa^gccccaccagcccagtgcctgtgcccgtcatgtaatctcacc 

taggtqtccccaacgtcccctccgccgtgccggcogcagccccacttcacccccaacttcaccaccccc^ 

attctagatcctgcaccccagcattccagctctgcccccgasggttctagaotcccctc^ 

ttctoaactccatacagccrctacagccgtcccgcgttcaagacttqagcg 
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